Analysis of 3-dimensional (3D) protein structure plays an important role of structural bioinformatics. The protein structure visualization is the one of the structural bioinformatics and the most fundamental problem. As the number of known protein structure increases rapidly and the study of protein-protein interaction is prevalent, the fast visualization of large scale protein structure becomes essential. The fast protein structure visualization system we proposed is sophisticated and well designed visualization system using geometry instancing technique. Because this system is optimized for recent 3D graphics hardware using geometry instancing technique, its rendering speed is faster than other visualization tools.
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